SEQUENCE LISTING 



<110> Reinhard Ebner 
Steven M. Ruben 



<120> INTERLEUKINS-21 AND 22 



<130> PF470 

<140> Unknown 
<141> 1999-05-27 



<150> 60/087,340 
<151> 1998-05-29 



<150> 60/099,805 
<151> 1998-09-10 

<150> 60/131,965 
<151> 1999-04-30 



<160> 32 



<170> Patentin Ver . 2.0 



<210> 1 

<211> 705 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (2) . . (262) 



<400> 1 

g gca cga gtg gac acg gat gag gac cgc tat cca cag aag ctg gcc ttc 4 9 

Ala Arg Val Asp Thr Asp Glu Asp Arg Tyr Pro Gin Lys Leu Ala Phe 
15 10 15 

gcc gag tgc ctg tgc aga ggc tgt ate gat gca egg acg ggc cgc gag 9 7 
Ala Glu Cys Leu Cys Arg Gly Cys lie Asp Ala Arg Thr Gly Arg Glu 
20 25 30 

aca get gcg etc aac tee gtg egg ctg etc cag age ctg ctg gtg ctg 145 
Thr Ala Ala Leu Asn Ser Val Arg Leu Leu Gin Ser Leu Leu Val Leu 
35 40 45 



cgc cgc egg ccc tgc tec cgc gac ggc teg ggg etc ccc aca cct ggg 193 
Arg Arg Arg Pro Cys Ser Arg Asp Gly Ser Gly Leu Pro Thr Pro Gly. 
50 55 60 

gcc ttt gee ttc eac ace gag ttc ate cac gtc ccc gtc ggc tgc ace 241 
Ala Phe Ala Phe His Thr Glu Phe lie His Val Pro Val Gly Cys Thr 
65 70 75 80 

tgc gtg ctg ccc egt tea gtg tgaccgeeaa ggccgtgggg cecttagact 2 92 

Cys Val Leu Pro Arg Ser Val 
85 



ggaeaegtgt gctceccaga gggeacccce tatttatgtg tatttattgt tatttatatg 3 52 



cetcceecaa eactaccctt ggggtetggg eattccccgt gtetggagga eagceeccea 412 



ctgttctcct catctccagc ctcagtagtt gggggtwgaa ggagctcagc acctcttcca 472 
gcccttaaag ctgcagaaaa ggtgtcacac ggctgcctgt accttggytc cctgtcctgc 532 
tcccggcttc ccttacccta tcactggcct caggcccccg caggctgcct cttcccaacc 592 
tccttggaag tacccctgtt tcttaaacaa ttatttaagt gtacgtgtat tattaaactg 652 
atgaacacaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 7 05 



<210> 2 

<211> 87 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Ala Arg Val Asp Thr Asp Glu Asp Arg Tyr Pro Gin Lys Leu Ala Phe 
15 10 15 

Ala Glu Cys Leu Cys Arg Gly Cys lie Asp Ala Arg Thr Gly Arg Glu 
20 25 30 



Thr Ala Ala Leu Asn Ser Val Arg 
35 40 

Arg Arg Arg Pro Cys Ser Arg 
50 55 

Ala Phe Ala Phe His Thr Glu Phe 
65 70 

Cys Val Leu Pro Arg Ser Val 
85 



Leu Leu Gin Ser Leu Leu Val Leu 
45 

Ser Gly Leu Pro Thr Pro Gly 
60 

He His Val Pro Val Gly Cys Thr 
75 80 



Asp Gly 



<210> 3 

<211> 1642 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (482) 



<400> 3 

gg aat teg gca cga get ^egt gcc gtg etc agt gee tte eac cae aeg 47 

Asn Ser Ala Arg Ala Arg Ala Val Leu Ser Ala Phe His His Thr 

15 10 15 



etg cag ctg ggg ccg egt gag cag gcg cgc aac gcg age tgc ecg gca 95 
Leu Gin Leu Gly Pro Arg Glu Gin Ala Arg Asn Ala Ser Cys Pro Ala 
20 25 30 



999 99^ ^99 ccc gee gac cgc cgc ttc egg ccg cee ace aae etg cgc 143 
Gly Gly Arg Pro Ala Asp Arg Arg Phe Arg Pro Pro Thr Asn Leu Arg 
35 40 45 



age gtg teg cee tgg gcc tac aga ate tee tae gac eeg gcg agg tac 191 
Ser Val Ser Pro Trp Ala Tyr Arg lie Ser Tyr Asp Pro Ala Arg Tyr 
50 55 60 



ecc agg tae etg eet gaa gcc tac tge ctg tgc egg ggc tgc etg ace 239 
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Pro Arg Tyr Leu Pro Glu Ala Tyr Cys Leu Cys Arg Gly Cys Leu Thr 
65 70 75 

ggg ctg ttc ggc gag gag gac gtg cgc ttc cgc age gcc cct gtc tac 287 
Gly Leu Phe Gly Glu Glu Asp Val Arg Phe Arg Ser Ala Pro Val Tyr 
80 85 90 95 

atg ccc acc gtc gtc ctg cgc cgc acc ccc gcc tgc gcc ggc ggc cgt 335 
Met Pro Thr Val Val Leu Arg Arg Thr Pro Ala Cys Ala Gly Gly Arg 
100 105 ' 110 

tec gtc tac acc gag gcc tac gtc acc ate ccc gtg ggc tgc acc tgc 383 
Ser Val Tyr Thr Glu Ala Tyr Val Thr lie Pro Val Gly Cys Thr Cys 
115 120 125 

gtc ccc gag ccg gag aag gac gca gac age ate aac tec age ate gac 431 
Val Pro Glu Pro Glu Lys Asp Ala Asp Ser lie Asn Ser Ser lie Asp 
130 135 140 

aaa cag ggc gee aag etc ctg ctg ggc ccc aac gac gcg ccc get ggc 479 
Lys Gin Gly Ala Lys Leu Leu Leu Gly Pro Asn Asp Ala Pro Ala Gly 
145 150 155 

ccc tgaggeeggt cetgeecegg gaggtetcee eggeccgcat cecgaggege 532 

Pro 

160 

eeaagctgga gecgcctgga gggetcggtc ggcgacctct gaagagagtg caccgagcaa 592 
aceaagtgcc ggageaccag cgccgccttt ceatggagae tegtaagcag etteatetga 652 
caegggcate cctggettgc ttttagetae aagcaagcag cgtggetgga agctgatggg 712 
aaacgaceeg geaegggcat cetgtgtgcg geeegeatgg agggtttgga aaagttcacg 772 
gaggetcect gaggagectc teagateggc tgctgegggt geagggcgtg aeteaeeget 832 
gggtgettgc caaagagata gggacgeata tgetttttaa ageaatetaa aaataataat 892 
aagtatageg actatatace tacttttaaa atcaactgtt ttgaatagag geagagctat 952 
tttatattat caaatgagag etaetctgtt acatttetta acatataaac ategtttttt 1012 
aettettctg gtagaatttt ttaaagcata attggaatcc ttggataaat tttgtagctg 1072 
gtacactetg gcetgggtet ctgaatteag eetgtcaccg atggetgaet gatgaaatgg 1132 
acacgtetca tetgacecae tcttcettce aetgaaggte tteacgggcc tccaggtgga 1192 
ecaaagggat geaeaggcgg ctcgeatgcc ceagggceag ctaagagttc caaagatctc 1252 
agatttggtt ttagteatga atacataaac agtctcaaac tegcacaatt tttteeeeet 1312 
tttgaaagcc actggggcea atttgtggtt aagaggtggt gagataagaa gtggaacgtg 1372 
acatctttge eagttgtcag aagaatecaa gcaggtattg gcttagttgt aagggettta 1432 
ggateagget gaatatgagg acaaagtggg ccaegttagc atctgcagag ateaatctgg 1492 
aggcttctgt ttctgeatte tgceacgaga gctaggtcct tgatctttte tttagattga 1552 
aagtctgtct ctgaacacaa ttatttgtaa aagttagtag ttctttttta aatcattaaa 1612 



agaggcttgc tgaaaaaaaa aaaaaaaaaa 1642 

<210> 4 

<211> 160 

<212> PRT 

<213> Homo sapiens 

<400> 4 1^ 

Asn Ser Ala Arg Ala Arg AlaWal Leu Ser Ala Phe His His Thr Leu 
1 5 ^ • 10 .15 

Gin Leu Gly P-ro Arg Glu Gin Ala Arg Asn Ala Ser Cys Pro Ala Gly 
20 25 30 

Gly Arg Pro Ala Asp Arg Arg Phe Arg Pro Pro Thr Asn Leu Arg Ser 
35 ' 40 . 45 

Val Ser Pro Trp Ala Tyr Arg lie Ser Tyr Asp Pro Ala Arg Tyr Pro 
* 50 55 60 

Arg Tyr Leu Pro Glu Ala Tyr Cys Leu Cys Arg Gly Cys Leu Thr Gly 
65 - 70 75 80 

Leu Phe Gly Glu Glu Asp Val Arg Phe Arg Ser Ala Pro Val Tyr Met 
85 90 95 

Pro Thr Val Val Leu Arg Arg Thr Pro Ala Cys Ala Gly Gly Arg Ser 
100 105 110 

Val Tyr Thr Glu Ala Tyr Val Thr lie Pro Val Gly Cys Thr Cys Val 
115 120 125 

Pro Glu Pro Glu Lys Asp Ala Asp Ser lie Asn Ser Ser lie Asp Lys 
130 135 140 

Gin Gly Ala Lys Leu Leu Leu Gly Pro Asn Asp Ala Pro Ala Gly Pro 
145 150 155 160' 



<210> 5 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Thr Pro Gly Lys Thr Ser Leu Val Ser Leu Leu Leu Leu Leu Ser 
1 ' 5 10 15 



Leu Glu Ala lie Val Lys Ala Gly 
20 

Cys Pro Asn Ser Glu Asp Lys Asn 
35 40 

Leu Asn lie His Asn Arg Asn Thr 
50 55 



lie Thr lie Pro Arg Asn Pro Gly 
25 30 

Phe Pro Arg Thr Val Met Val Asn 
45 

Asn Thr Ash Pro Lys Arg Ser Ser 
60 



Asp Tyr Tyr Asn Arg Ser Thr Ser Pro Trp Asn Leu His Arg Asn Glu 
65 70 ' 75 80 



Asp Pro Glu Arg Tyr Pro Ser Val lie Trp Glu Ala Lys Cys Arg His 
85 90 95 
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Leu Gly Cys lie Asn Ala Asp Gly 
100 

Val Pro lie Gin Gin Glu lie Leu 
115 120 

Cys Pro Asn Ser Phe Arg Leu Glu 
130 135 

Thr Cys Val Thr Pro lie Val His 
145 150 



Asn Val Asp Tyr His Met Asn Ser 
105 110 

Val Leu Arg Arg Glu Pro Pro His 
125 

Lys lie Leu Val Ser Val Gly Cys 
140 

His Val Ala 
155 



<210> 6 

<211> 158 

<212> PRT 

<213> Mus musculus 

<400> 6 

Met Ser Pro Gly Arg Ala Ser Ser Val Ser Leu Met Leu Leu Leu Leu 
1 5 10 • 15 

Leu Ser Leu Ala Ala Thr Val Lys Ala Ala Ala lie lie Pro Gin Ser 
20 25 30 

Ser Ala Cys Pro Asn Thr Glu Ala Lys Asp Phe Leu Gin Asn Val Lys 
35 40 45 

Val Asn Leu Lys Val Phe Asn Ser Leu Gly Ala Lys Val Ser Ser Arg 
50 55 60 

Arg Pro Ser Asp Tyr Leu Asn Arg Ser Thr Ser Pro Trp Thr Leu His 
65 70 75 80 

Arg Asn Glu Asp Pro Asp Arg Tyr Pro Ser Val lie Trp Glu Ala Gin 
85 90 95 

Cys Arg His Gin Arg Cys Val Asn Ala Glu Gly Lys Leu Asp His His 
100 105 110 

Met Asn Ser Val Leu lie Gin Gin Glu lie Leu Val Leu Lys Arg Glu 
115 120 125 

Pro Glu Ser Cys Pro Phe Thr Phe Arg Val Glu Lys Met Leu Val Gly 
130 135 140 

Val Gly Cys Thr Cys Val Ala Ser lie Val Arg Gin Ala Ala 
145 150 155 



<210> 7 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Thr Phe Arg Met Thr Ser Leu Val Leu Leu Leu Leu Leu Ser lie 
15 10 15 



Asp Cys lie Val Lys Ser Glu lie Thr Ser Ala Gin Thr Pro Arg Cys 
20 25 30 
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Leu Ala Ala Asn 
35 

lie Arg Asn Trp 

50 ■ 

Arg Ser Thr Ser 
65 

Tyr Pro Ser Val 



Asn Ala Asp Gly 
100 

Gin Glu lie Leu 
115 

Phe Arg Leu Glu 
130 

Pro lie Val His 
145 



Asn Ser Phe Pro 
40 

Asn Thr Ser Ser 
55 

Pro Trp Thr Leu 
70 

lie Trp Glu Ala 
85 

Asn Val Asp Tyr 



Val Val Arg Lys 
120 

Lys Met Leu Val 
135 

Asn Val Asp 
150 



Arg Ser Val Met 



Lys Arg Ala Ser 
60 

His Arg Asn Glu 
75 

Lys Cys Arg Tyr 
90 

His Met Asn Ser 
105 

Gly His Gin Pro 



Thr Val Gly Cys 
140 



Val Thr Leu Ser 
45 

Asp Tyr Tyr Asn 



Asp Gin Asp Arg 
80 

Leu Gly Cys Val 
95 

Val Pro lie Gin 
110 

Cys Pro Asn Ser 
125 

Thr Cys Val Thr 



<210> 8 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Asp Trp Pro His Asn Leu Leu Phe Leu Leu Thr lie Ser lie Phe 
1 5 - 10 15 

Leu Gly Leu Gly Gin Pro Arg Ser Pro Lys Ser Lys Arg Lys Gly Gin 
20 25 30 

Gly Arg Pro Gly Pro Leu Ala Pro Gly Pro His Gin Val Pro Leu Asp 
35 40 45 

Leu Val Ser Arg Met Lys Pro Tyr Ala Arg Met Glu Glu Tyr Glu Arg 
50 55 60 

Asn lie Glu Glu Met Val Ala Gin Leu Arg Asn Ser Ser Glu Leu Ala 
65 70 75 80 

Gin Arg Lys Cys Glu Val Asn Leu Gin Leu Trp Met Ser Asn Lys Arg 
85 90 95 

Ser Leu Ser Pro Trp Gly Tyr Ser lie Asn His Asp Pro Ser Arg lie 
100 105 110 

Pro Val Asp Leu Pro Glu Ala Arg Cys Leu Cys Leu Gly Cys Val Asn 
115 120 125 

Pro Phe Thr Met Gin Glu Asp Arg Ser Met Val Ser Val Pro Val Phe 
130 135 140 

Ser Gin Val Pro Val Arg Arg Arg Leu Cys Pro Pro Pro Pro Arg Thr 
145 150 155 160 



Gly Pro Cys Arg Gin Arg Ala Val Met Glu Thr lie Ala Val Gly Cys 
165 170 175 




Thr Cys lie Phe 
180 



<210> 9 
<211> 45 
<212> DNA 

<213> Homo sapiens 
<400> 9 

gatcgcggat ccgacacgga tgaggaccgc 




tatccacaga agctg 45 



<210> 10 
<211> 41 
<212> DNA 

<213> Homo sapiens 
<400> 10 

cccaagcttt cacactgaac ggggcagcac gcaggtgcag c 41 



<210> 11 
<211> 35 
<212> DNA 

<213> Homo sapiens 
<400> 11 

cgccgcggat ccgccatccg cacgagtgga cacgg 3 5 



<210> 12 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 12 

cgcggtaccc actgaacggg gcagcacgc 2 9 



<210> 13 
<211> 733 
<212> DNA 

<213> Homo sapiens 
<400> 13 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 
aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 
tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 
tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 
aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 300 
ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 360 
agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 42 0 



catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 
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atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 540 
ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 
acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 
acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 
gactctagag gat 733 



<210> 14 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SITE 
<222> (3) 

<223> X equals any amino acid 
<400> 14 

Trp Ser Xaa Trp Ser 
1 5 



<210> 15 

<211> 86 

<2I2> DNA 

<213> Homo sapiens 

<400> 15 

gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 
cccgaaatat ctgccatctc aattag 86 



<210> 16 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 16 

gcggcaagct ttttgcaaag cctaggc 27 

<210> 17 

<211> 271 

<212> DNA 

<213> Homo sapiens 

<400> 17 

ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 60 

aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 120 

gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 180 

ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 240 

ttttggaggc ctaggctttt gcaaaaagct t 271 
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<210> 18 
<211> 32 
<212> DNA 

<213> Homo sapiens 
<400> 18 

gcgctcgagg gatgacagcg atagaacccc gg 3 2 

<210> 19 
<211> 31 
<212> DNA 

<213> Homo sapiens 



<210> 20 
<211> 12 
<212> DNA 

<213> Homo sapiens 
<400> 20 

ggggactttc cc 12 

<210> 21 
<211> 73 ' 
<212> DNA 

<213> Homo sapiens 
<400> 21 

gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 
ccatctcaat tag 73 



<210> 22 
<211> 27 
<212> DNA 

<213> Homo sapiens 



<210> 23 
<211> 256 
<212> DNA 

<213> Homo sapiens 
<400> 23 

ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 
caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 120 
cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 180 
ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 240 



<400> 19 

gcgaagcttc gcgactcccc ggatccgcct c 



31 



<400> 22 

gcggcaagct ttttgcaaag cctaggc 



27 



cttttgcaaa aagctt 



256 
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<210> 24 

<211> 371 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (11) 

<223> n equals a, g or c 

<220> 

<221> misc_f eature 
<222> (16) 

<223> n equals a, g or c 

<220> 

<2 21> inisc_f eature 
<222> (31) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (37) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (79) 

<223> n equals a, t, g, or c 
<220> 

<221> inisc_f eature 
<222> (154) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (293) 

<22 3> n equals a, t, g or c 
<220>' 

<221> inisc_f eature 
<222> (320) 

<223> n equals a, t^ g or c 
<220> 

<221> misc_f eature 
<222> (322) 

<223> n equals a, t, g or c 
<220> 

<221> misc„f eature 
<222> (329) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 




<222> (337) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (344) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (362) 

<223> n equals a, t, g or c 



<400> 24 
naattcggca 


nagggngaaa 


cgacccggca 


ngcgatncct 


gtgtgcggcc 


cgcatggagg 


60 


gtttggaaaa 


gttcacggng 


gctccctgag 


gacctgcgag 


aatcgggctg 


ctgcgggtgc 


120 


aaggcgtgga 


ctcaccgctg 


ggtgcttgcc 


aaanaggata 


gggacgcata 


tgctttttaa 


180 


agcaatctaa 


aaataataat 


aagtatagcg 


actatatacc 


tacttttaaa 


atcaactgtt 


240 


ttgaatagag 


gcagagctta 


ttttatatta 


tccaaatgag 


agctactctg 


ttnacatttt 


300 


ctttaaacat 


tttaaacatn 


gnttttttna 


cttcttnctg 


ggtnggattt 


tttttaaagg 


360 


cntaattggg 


a 










371 



<210> 25 
<211> 498 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (17) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (114) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (143) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (183) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (209) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (242) 

<223> n equals a, t, g or c 
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<220> 

<221> misc_feature 
<222> (245) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (251) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (270) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (284) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (321) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (326) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (334) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (336) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (348) 

<2 2 3> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (352) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (364) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (367) 

<223> n equals a, g or c 

<220> 

<221> misc_feature 
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<222> (374) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (376) 

<223> n equals a, t, g or c 
<220> 

<2 21> misc_feature 
<222> (397) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (406) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (410) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (422) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (428) 

<223> n equals a, g or c 

<220> 

<221> misc_f eature 
<222> (442) 

<22 3> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (449) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (451) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (462) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (470) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (473) 

<223> n equals a, t, g or c 
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<220> 

<221> Tnisc_f eature 
<222> (486) 

<223> n equals a, t, g or c 
<220> 

<221> niisc_f eature 
<222> (492) 

<223> n equals a, t, g or c 
<400> 25 

aattcggcag agccagnccg gagaaggacg cagacagcat caactccagc atcgacaaac 60 



agggcgccaa gctcctgctg ggccccaacg acgcgcccgc tggcccctga aggncggttc 120 
ctgccccggg aggtctcccc ggncccgcat cccgaggcgc ccaagctgga gccgcctgga 180 
ggnttcggtc ggcgactctg aagagagtnc accgagcaaa ccaagtgccg gagcaacagc 240 
gncgnctttt ncatggagat tcgtaagcan ttttcatttg acanggggat ccctggtttg 300 
tttttagtta caagcaagca nntggnttga agtngntggg gaaaggancc gnagggattc 3 60 
tgtnttnggg gccntntgga gggttttgga aaatttnagg gggttnctgn gggtttttta 42 0 
anattggntt tttttagggt tnaagggtnn nttaacttgg gngtttttcn aanngttggg 480 
ggattntttt tnaagatt 498 



<210> 26 

<211> 178 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (100) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (110) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (136) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (143) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (146) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (150) 
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<223> n equals a, g or c 

<220> 

<221> inisc_f eature 
<222> (164) 

<223> n equals a, t, g or c 
<400> 26 

ccttcagcaa gcctctttta atgatttaaa aaagaacttc taacttttac aaataattgt 60 
gttcagagac agactttcaa tctaaagaaa agatcaaggn cctagctctn gtggcagaat 120 
gcagaaacag aagccnccag atnganctcn gcagatgcta acgnggccca ctttgtcc 178 



<210> 27 
<211> 264 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (23) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (131) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (188) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (228) 

<223> n equals a, t, g or c 
<400> 27 

ggcagagcca agctcctgct ggngccccaa cgacgcgccc gctggcccct aaggccggtt 60 
cctgccccgg aaggtctccc cggcccgcat cccgaggcgc ccaagctgga gccgcctgga 120 
gggcttcggt ncggcgaacc tctgaaagag aagtgccacc gagcaaacca agtgccggta 180 
gcaccagngc cgcctttcca tggagactcg taagcagctt catctganac gggaatccct 240 
ggtttgcttt tagctacaag caag 264 



<210> 28 
<211> 1067 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (34) . . (624) 

<400> 28 

gctccaagcc cagcctgccc cgctgccgcc acc atg acg etc etc eee gge etc 54 



16 



Met Thr Leu Leu Pro Gly Leu 
1 5 

ctg ttt ctg acc tgg ctg cac aca tgc ctg gcc cac cat gac ccc tec 102 
Leu Phe Leu Thr Trp Leu His Thr Cys Leu Ala His His Asp Pro Ser 
10 15 20 

etc agg ggg cac ccc cac agt cac ggt acc cca cac tgc tac teg get 150 
Leu Arg Gly His Pro His Ser His Gly Thr Pro His Cys Tyr Ser Ala 
25 30 35 

gag gaa ctg ccc etc ggc cag gee ccc cca cac ctg ctg get ega ggt 198 
Glu Glu Leu Pro Leu Gly Gin Ala Pro Pro His Leu Leu Ala Arg Gly 
40 45 50 55. 

gcc aag tgg ggg cag get ttg cet gta gcc ctg gtg tec age ctg gag 246 
Ala Lys Trp Gly Gin Ala Leu Pro Val Ala Leu Val Ser Ser Leu Glu 
60 65 70 

gca gca age cac agg ggg agg cac gag agg ccc tea get aeg ace cag 2 94 
Ala Ala Ser His Arg Gly Arg His Glu Arg Pro Ser Ala Thr Thr Gin 
75 80 85 

tgc ccg gtg ctg egg ecg gag gag gtg ttg gag gca gac ace cac cag 342 
Cys Pro Val Leu Arg Pro Glu Glu Val Leu Glu Ala Asp Thr His Gin 
90 95 100 

cgc tec ate tea ccc tgg aga tac egg gtg gac aeg gat gag gac cge 390 
Arg Ser lie Ser Pro Trp Arg Tyr Arg Val Asp Thr Asp Glu Asp Arg 
105 110 115 

tat cca cag aag ctg gee ttc gcc gag tgc ctg tgc aga ggc tgt ate 43 8 
Tyr Pro Gin Lys Leu Ala Phe Ala Glu Cys Leu Cys Arg Gly Cys lie 
120 125 130 • 135 

gat gca egg aeg ggc cge gag aca get gcg etc aac tec gtg egg ctg 486 
Asp Ala Arg Thr Gly Arg Glu Thr Ala Ala Leu Asn Ser Val Arg Leu 
140 145 150 

etc cag age ctg ctg gtg ctg cge cge egg ccc tgc tec cgc gac ggc 534 
Leu Gin Ser Leu Leu Val Leu Arg Arg Arg Pro Cys Ser Arg Asp Gly 
155 160 165 

teg ggg etc ccc aca cet ggg gee ttt gcc ttc cac acc gag ttc ate 582 
Ser Gly Leu Pro Thr Pro Gly Ala Phe Ala Phe His Thr Glu Phe lie 
170 175 180 

cac gtc ccc gtc ggc tgc acc tgc gtg ctg ccc cgt tea gtg 624 
His Val Pro Val Gly Cys Thr Cys Val Leu Pro Arg Ser Val 
185 190 195 

tgaccgecaa ggcegtgggg cccttagact ggacaegtgt getccceaga gggcacccce 684 

tatttatgtg tatttattgt tatttatatg cetcccccaa eactaccett ggggtctggg 744 

eatteeccgt gtetggagga cageecccea etgttetect catctccagc cteagtagtt 804 

gggggtwgaa ggagctcage acctcttcea geccttaaag etgcagaaaa ggtgtcaeac 864 

ggetgcctgt accttggyte ectgtcetgc tcccggctte cettaceeta teactggect 924 



eaggeccccg caggctgcet ettcceaace tccttggaag taeccctgtt tettaaacaa 984 
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ttatttaagt gtacgtgtat tattaaactg atgaacacaa aaaaaaaaaa aaaaaaaaaa 1044 
aaaaaaaaaa aaaaaaaaaa aaa 1067 



<210> 29 
<211> 197 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Met Thr Leu Leu Pro Gly Leu Leu Phe Leu Thr Trp Leu His Thr Cys 
15 10 15 

Leu Ala His His Asp Pro Ser Leu Arg Gly His Pro His Ser His Gly 
20 . 25 30 

Thr Pro His Cys Tyr Ser Ala Glu Glu Leu Pro Leu Gly Gin Ala Pro 
35 40 45 

Pro His Leu Leu Ala Arg Gly Ala Lys Trp Gly Gin Ala Leu Pro Val 
50 55 60 

Ala Leu Val Ser Ser Leu Glu Ala Ala Ser His Arg Gly Arg His Glu 
65 70 75 80 

Arg Pro Ser Ala Thr Thr Gin Cys Pro Val Leu Arg Pro Glu Glu Val 
85 90 95 

Leu Glu Ala Asp Thr His Gin Arg Ser lie Ser Pro Trp Arg Tyr Arg 
100 105 110 

Val Asp Thr Asp Glu Asp Arg Tyr Pro Gin Lys Leu Ala Phe Ala Glu 
115 120 125 

Cys Leu Cys Arg Gly Cys lie Asp Ala Arg Thr Gly Arg Glu Thr Ala 
130 135 140 

Ala Leu Asn Ser Val Arg Leu Leu Gin Ser Leu Leu Val Leu Arg Arg 
145 150 155 160 

Arg Pro Cys Ser Arg Asp Gly Ser Gly Leu Pro Thr Pro Gly Ala Phe 
165 170 175 

Ala Phe His Thr Glu Phe lie His Val Pro Val Gly Cys Thr Cys Val 
180 185 190 

Leu Pro Arg Ser Val 
195 



<210> 30 
<211> 332 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (162) 

<223> n equals a., t, g or c 



<220> 

<221> misc_feature 
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<222> (194) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (214) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (260) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (277) 

<223> n equals a, t, g or c 
<220> 

<221> inisc_f eature 
<222> (290) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (305) 

<22 3> n equals a, t , g or c 
<220> 

<221> misc_f eature 
<222> (314) 

<223> n equals a, t, g or c 



<400> 30 

tggacacgta tgaggaccgc tatccacaga agctggcctt cgccgagtgc ctgtgcagag 60 
gctgtatcga tgcacggacg ggccgcgaga cagctgcgct caactccgtg cggctgctcc 12 0' 
agagcctgac tggtgctgcg ccgccggccc tgactacccg cnacggacta cgggggctac 180 
cccacacctg gggncctttg accttccaca ccgnagttac atgccacgta ccccgttcgg 240 
gctgtcacct gacgtgctgn ccccgtttac agtgtgnacc gaccgtaggn ccgtggggtc 300 
ccctnagtac tggnacacgt gtgatacccc ag 332 



<210> 31 

<211> 522 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (522) 



<400> 31 

ggc tgc gcg gac egg ccg gag gag eta ctg gag cag ctg tae ggg cgc 48 
Gly Cys Ala Asp Arg Pro Glu Glu Leu Leu Glu Gin Leu Tyr Gly Arg 
1 5 10 15 



ctg gcg gee ggc gtg etc agt gee ttc cac eac acg ctg cag ctg ggg 96 
Leu Ala Ala Gly Val Leu Ser Ala Phe His His Thr Leu Gin Leu Gly 
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20 25 30 

ccg cgt gag cag gcg cgc aac gcg age tgc ccg gca ggg ggc agg ccc 144 
Pro Arg Glu Gin Ala Arg Asn Ala Ser Cys Pro Ala Gly Gly Arg Pro 

35 40 45 

gcc gac cgc cgc ttc egg ceg cec acc aac etg ege age gtg teg eee 192 
Ala Asp Arg Arg Phe Arg Pro Pro Thr Asn Leu Arg Ser Val Ser Pro 

50 55 60 

tgg gcc tae aga ate tec tac gae ceg gcg agg tac ccc agg tac ctg 240 

Trp Ala Tyr Arg lie Ser Tyr Asp Pro Ala Arg Tyr Pro Arg Tyr Leu 

65 70 75 80 

cet gaa gcc tac tgc ctg tgc egg ggc tgc ctg acc ggg ctg ttc ggc 288 

Pro Glu Ala Tyr Cys Leu Cys Arg Gly Cys Leu Thr Gly Leu Phe Gly 

85 90 95 

gag gag gac gtg cgc ttc cgc age gee cet gtc tae atg eee acc gte 33 6 

Glu Glu Asp Val Arg Phe Arg Ser Ala Pro Val Tyr Met Pro Thr Val 

100 105 110 

gte etg cgc cgc acc ccc gee tgc gee ggc ggc cgt tec gtc tac acc 384 

Val Leu Arg Arg Thr Pro Ala Cys Ala Gly Gly Arg Ser Val Tyr Thr 

115 120 125 

gag gcc tac gte ace ate ccc gtg ggc tgc ace tgc gtc ccc gag ccg 432 

Glu Ala Tyr Val Thr lie Pro Val Gly Cys Thr Cys Val Pro Glu Pro 

130 135 140 

gag aag gae gca gac age ate aac tee age ate gac aaa eag ggc gee 4 80 

Glu Lys Asp Ala Asp Ser lie Asn Ser Ser lie Asp Lys Gin Gly Ala 

145 150 155 160 

aag etc etg etg ggc ccc aac gac gcg eee get ggc ccc tga 522 

Lys Leu Leu Leu Gly Pro Asn Asp Ala Pro Ala Gly Pro 
165 170 



<210> 32 

<211> 173 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Gly Cys Ala Asp Arg Pro Glu Glu Leu Leu Glu Gin Leu Tyr Gly Arg 
15 10 15 

Leu Ala Ala Gly Val Leu Ser Ala Phe His His Thr Leu Gin Leu Gly 
-20 25 30 

Pro Arg Glu Gin Ala Arg Asn Ala Ser Cys Pro Ala Gly Gly Arg Pro 
35 40 45 

Ala Asp Arg Arg Phe Arg Pro Pro Thr Asn Leu Arg Ser Val Ser Pro 
50 55 60 

Trp Ala Tyr Arg lie Ser Tyr Asp Pro Ala Arg Tyr Pro Arg Tyr Leu 
65 70 75 80 



Pro Glu Ala Tyr Cys Leu Cys Arg Gly Cys Leu Thr Gly Leu Phe Gly 
85 90 95 
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Glu Glu Asp Val 
100 

Val Leu Arg Arg 
115 

Glu Ala'Tyr Val 
130 

Glu Lys Asp Ala 
145 

Lys Leu Leu Leu 



Arg Phe Arg Ser 



Thr Pro Ala Cys 
120 

Thr He Pro Val 
135 - 

Asp Ser He Asn 
150 

Gly Pro Asn Asp 
165 



Ala Pro Val Tyr 
105 

Ala Gly Gly Arg 



Gly Cys Thr Cys 
140 

Ser Ser He Asp 
155 

Ala Pro Ala Gly 
170 



Met Pro Thr Val 
110 

Ser Val Tyr Thr 
125 

Val Pro Glu Pro 



Lys Gin Gly Ala 
160 

Pro 



